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<210> 1 
<211> 260 
<212> PRT 

<213> Homo sapiens 









<400> 


1 








J* 




Met 


Ala 


Arg 


Pro 


Gly 


Met 


Glu 






1 








5 






ITi 

SI 




Thr 


Gly 


Ala 


Ser 


Gly 


Gly 


He 












20 












Gin 


Gin 


Gly 


Leu 


Lys 


Val 


Val 


* • \ 








35 










i i 

& 

HI 




Glu 

He 
65 


Glu 

50 

Pro 


Leu 
Tyr 


Ala 
Arg 


Ala 
Cys 


Glu 

Asp 
70 


Cys 

55 

Leu 


I iff 




Phe 


Ser 


Ala 


He 


Arg 


Ser 


Gin 


; Zi3 












85 






l /l \ 




Asn 


Ala 


Gly 


Leu 


Ala 


Arg 


Pro 


% 










100 












Gly 


Trp 


Lys 
115 


Asp 


Met 


Phe 


Asn 






Thr 


Arg 
130 


Glu 


Ala 


Tyr 


Gin 


Ser 
135 






His 


He 


He 


Asn 


He 


Asn 


Ser 






145 










150 








Ser 


Val 


Thr 


His 


Phe 
165 


Tyr 


Ser 






Thr 


Glu 


Gly 


Leu 
180 


Arg 


Gin 


Glu 






Ala 


Thr 


Cys 
195 


He 


Ser 


Pro 


Gly 






Leu 


His 
210 


Asp 


Lys 


Asp 


Pro 


Glu 
215 






Lys 


Cys 


Leu 


Lys 


Pro 


Glu 


Asp 






225 










230 








Ser 


Thr 


Pro 


Ala 


His 
245 


He 


Gin 






Glu 


Gin 


Val 


Thr 









260 



Arg 


Trp 


Arg 


Asp 


Arg 


Leu 


Ala 


Leu 


Val 






10 










15 




Gly Ala 


Ala 


Val 


Ala 


Arg 


Ala 


Leu 


Val 




25 










30 






Gly 


Cys 


Ala 


Arg 


Thr 


Val 


Gly 


Asn 


He 


40 










45 








Lys 


Ser 


Ala 


Gly 


Tyr 


Pro 


Gly 


Thr 


Leu 










60 










Ser 


Asn 


Glu 


Glu 


Asp 


He 


Leu 


Ser 


Met 








75 










80 


His 


Ser 


Gly 


Val 


Asp 


He 


Cys 


He 


Asn 






90 










95 




Asp 


Thr 


Leu 


Leu 


Ser 


Gly 


Ser 


Thr 


Ser 




105 










110 






Val 


Asn 


Val 


Leu 


Ala 


Leu 


Ser 


He 


Cys 


120 










125 








Met 


Lys 


Glu 


Arg 


Asn 


Val 


Asp 


Asp 


Gly 










140 










Met 


Ser 


Gly 


His 


Arg 


Val 


Leu 


Pro 


Leu 








155 










160 


Ala 


Thr 


Lys 


Tyr 


Ala 


Val 


Thr 


Ala 


Leu 






170 










175 




Leu 


Arg 


Glu 


Ala 


Gin 


Thr 


His 


He 


Arg 




185 










190 






Val 


Val 


Glu 


Thr 


Gin 


Phe 


Ala 


Phe 


Lys 


200 










205 








Lys 


Ala 


Ala 


Ala 


Thr 


Tyr 


Glu 


Gin 


Met 










220 










Val 


Ala 


Glu 


Ala 


Val 


He 


Tyr 


Val 


Leu 








235 










240 


He 


Gly Asp 


He 


Gin 


Met 


Arg 


Pro 


Thr 






250 










255 





<210> 2 



1 



1^1 




Thr Arg Glu Ala Tyr Gin Ser Met Lys Glu Arg Asn Val Asp Asp Gly 
130 135 140 



cac ate att aac ate aat age atg tct ggc cac cga gtg tta ccc ctg 
His lie lie Asn lie Asn Ser Met Ser Gly His Arg Val Leu Pro Leu 
145 150 155 160 



900 



tct gtg ace cac ttc tat agt gec acc aag tat gec gtc act gcg ctg 
Ser Val Thr His Phe Tyr Ser Ala Thr Lys Tyr Ala Val Thr Ala Leu 
165 170 175 



948 



aca gag gga ctg agg caa gag ctt egg gag gee cag acc cac ate cga 
Thr Glu Gly Leu Arg Gin Glu Leu Arg Glu Ala Gin Thr His lie Arg 
180 185 190 



996 



gec acg tgc ate tct cca ggt gtg gtg gag aca caa ttc gee ttc aaa 
Ala Thr Cys lie Ser Pro Gly Val Val Glu Thr Gin Phe Ala Phe Lys 
195 200 205 



1044 



etc cac gac aag gac cct gag aag gca get gee acc tat gag caa atg 
Leu His Asp Lys Asp Pro Glu Lys Ala Ala Ala Thr Tyr Glu Gin Met 
210 215 220 



1092 



aag tgt etc aaa ccc gag gat gtg gec gag get gtt ate tac gtc etc 
Lys Cys Leu Lys Pro Glu Asp Val Ala Glu Ala Val lie Tyr Val Leu 
225 230 235 240 



1140 



age act ccc gca cac ate cag att gga gac ate cag atg agg ccc acg 
Ser Thr Pro Ala His lie Gin lie Gly Asp lie Gin Met Arg Pro Thr 
245 250 255 



1188 



gag cag gtg acc tag tgactgtggg agctcctcct tccctcccca cccttcatgg 
Glu Gin Val Thr * 
260 



1243 



cttgcctcct 
tccacacccc 
tgcttcagtt 
tacttgttaa 
ccctttgaca 
gtggctyang 
gggctccaga 
tctcggctcc 
gactctgact 
aaaaaagaaa 
agaaaaaacc 
gaeget 



gectctggat 
gaccaggggc 
gtaaatgtga 
cttgttcttg 
tgggaaagga 
ggctggggtg 
cttcctcctc 
ccagcccagt 
atggcagcag 
aatcgcaacc 
tcccacacct 



tttaggtgtt 
tagaaaattt 
aaaatgggct 
tgcccctggg 
gttgtggcca 
gcagagggag 
tgcctgcccc 
cttggcttct 
aacaccaggg 
aaaaaaaaaa 
ccccybciamm 



gatttctgga 
gtttgagatt 
ggggaaagga 
cacttggcct 
aaatccccat 
gccttcacct 
actgcaccct 
tgtcccctcc 
cctggcccag 
aaaaaagggc 
ytkacgccgn 



teaegggata 
tttatatcat 
ggtggtgtcc 
ttgtctgctc 
cttcttgcac 
tatatctgtg 
ctccccctta 
tggggtcatc 
tggatttcat 
gggcegctag 
aegenanggg 



ccacttcctg 
cttgtcaaat 
ctaattgttt 
tcagtgtctt 
ctcaacgtct 
ttgttatcca 
tctatctcct 
cctccactct 
ggtgatcatt 
actagtytag 
ggcaatcaag 



1303 
1363 
1423 
1483 
1543 
1603 
1663 
1723 
1783 
1843 
1903 
1909 



<210> 3 

<211> 260 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Glu Lys Cys Glu Ala Ala Ala Lys Asp lie Arg Gly Glu Thr Leu 

15 10 15 

Asn His His Val Asn Ala Arg His Leu Asp Leu Ala Ser Leu Lys Ser 



m 



ry 

;,3 









20 










25 










30 






He 


Arg 


Glu 


Phe 


Ala 


Ala 


Lys 


lie 


He 


Glu 


Glu 


Glu 


Glu 


Arg 


Val 


Asp 






35 










40 










45 






-J- T _ 

lie 


Leu 


He 


Asn 


Asn 


Ala 


Gly 


Val 


Met 


Arg 


Cys 


Pro 


His 


Trp 


Thr 


Thr 




50 










55 










60 










Glu 


Asp 


Gly 


Phe 


Glu 


Met 


Gin 


Phe 


Gly Val 


Asn 


His 


Leu 


Gly 


His 


Phe 


65 










70 










75 








80 


Leu 


Leu 


Thr 


Asn 


Leu 


Leu 


Leu 


Asp 


Lys 


Leu 


Lys 


Ala 


Ser 


Ala 


Pro 


Ser 










85 










90 










95 




Arg 


lie 


lie 


Asn 


Leu 


Ser 


Ser 


Leu 


Ala 


His 


Val 


Ala 


Gly 


His 


He 


Asp 








100 










105 










110 






Phe 


Asp 


Asp 


Leu 


Asn 


Trp 


Gin 


Thr 


Arg 


Lys 


Tyr 


Asn 


Thr 


Lys 


Ala 


Ala 






115 










120 










125 








Tyr 


Cys 


Gin 


Ser 


Lys 


Leu 


Ala 


He 


Val 


Leu 


Phe 


Thr 


Lys 


Glu 


Leu 


Ser 




130 










135 










140 










Arg 


Arg 


Leu 


Gin 


Gly 


Ser 


Gly 


Val 


Thr 


Val 


Asn 


Ala 


Leu 


His 


Pro 


Gly 


145 










150 










155 










160 


Val 


Ala 


Arg 


Thr 


Glu 


Leu 


Gly 


Arg 


His 


Thr 


Gly 


He 


His 


Gly 


Ser 


Thr 










165 










170 










175 




Phe 


Ser 


Ser 


Thr 


Thr 


Leu 


Gly 


Pro 


He 


Phe 


Trp 


Leu 


Leu 


Val 


Lys 


Ser 








180 










185 










190 






Pro 


Glu 


Leu 


Ala 


Ala 


Gin 


Pro 


Ser 


Thr 


Tyr 


Leu 


Ala 


Val 


Ala 


Glu 


Glu 






195 










200 










205 








Leu 


Ala 


Asp 


Val 


Ser 


Gly 


Lys 


Tyr 


Phe 


Asp 


Gly 


Leu 


Lys 


Gin 


Lys 


Ala 




210 










215 










220 










Pro 


Ala 


Pro 


Glu 


Ala 


Glu 


Asp 


Glu 


Glu 


Val 


Ala 


Arg 


Arg 


Leu 


Trp 


Ala 


225 










230 










235 










240 


Glu 


Ser 


Ala 


Arg 


Leu 


Val 


Gly 


Leu 


Glu 


Ala 


Pro 


Ser 


Val 


Arg 


Glu 


Gin 










245 










250 










255 




Pro 


Leu 


Pro 


Arg 
































260 




























<210> 


4 



























<211> 1153 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (0) ... (0) 
<223> 33756 ADH 

<221> CDS 

<222> (265) . . . (1047) 

<221> misc_feature 
<222> (1) . . . (1153) 
<223> n = A,T,C or G 

<400> 4 

ccgcgccccg ccctcgcagc ccanntncgg acgcgggccc agccgcgcct gcgcttccgc 60 
tcgcctgtgg ctgcaannag cgcgctcttc ctcggagcta cccaggcggc tggtgtagca 120 
gcaagctccg cgccgacccc tgacgcctga cgcctgtccc cggcccggca tgagccgcta 180 
cctgctgccg ctgtcggcgc tgggcacggt agcaggcgct cgccgtgctg ctcaagaggc 240 
aacatcatcc tggcctgccg agac atg gag aag tgt gag gcg gca gca aag 291 

Met Glu Lys Cys Glu Ala Ala Ala Lys 
1 5 



: : 3 



gac ate cgc ggg gag acc etc aat cac cat gtc aac gee egg cac ctg 339 

Asp lie Arg Gly Glu Thr Leu Asn His His Val Asn Ala Arg His Leu 

10 15 20 25 

gac ttg get tec etc aag tct ate cga gag ttt gca gca aag ate att 387 

Asp Leu Ala Ser Leu Lys Ser lie Arg Glu Phe Ala Ala Lys lie lie 

30 35 40 

gaa gag gag gag cga gtg gac att eta ate aac aac gcg ggt gtg atg 435 

Glu Glu Glu Glu Arg Val Asp lie Leu lie Asn Asn Ala Gly Val Met 

45 50 55 

egg tgc ccc cac tgg acc acc gag gac ggc ttc gag atg cag ttt ggc 483 

Arg Cys Pro His Trp Thr Thr Glu Asp Gly Phe Glu Met Gin Phe Gly 

60 65 70 

gtt aac cac ctg ggt cac ttt etc ttg aca aac ttg ctg ctg gac aag 531 

Val Asn His Leu Gly His Phe Leu Leu Thr Asn Leu Leu Leu Asp Lys 

75 80 85 

ctg aaa gec tea gee cct teg egg ate ate aac etc teg tec ctg gee 579 

Leu Lys Ala Ser Ala Pro Ser Arg lie lie Asn Leu Ser Ser Leu Ala 

^ rf 90 95 100 105 

O cat gtt get ggg cac ata gac ttt gac gac ttg aac tgg cag acg agg 627 

lij His Val Ala Gly His lie Asp Phe Asp Asp Leu Asn Trp Gin Thr Arg 

110 115 120 

z , aag tat aac acc aaa gee gee tac tgc cag age aag etc gee ate gtc 675 

Lys Tyr Asn Thr Lys Ala Ala Tyr Cys Gin Ser Lys Leu Ala lie Val 

125 130 135 

V =' 

l.H etc ttc acc aag gag ttg age egg egg ctg caa ggc tct ggt gtg act 723 

* : 3 Leu Phe Thr Lys Glu Leu Ser Arg Arg Leu Gin Gly Ser Gly Val Thr 

140 145 150 

gtc aac gee ctg cac ccc ggc gtg gee agg aca gag ctg ggc aga cac 771 

Val Asn Ala Leu His Pro Gly Val Ala Arg Thr Glu Leu Gly Arg His 

155 160 165 

acg ggc ate cat ggc tec acc ttc tec age acc aca etc ggg ccc ate 819 

Thr Gly lie His Gly Ser Thr Phe Ser Ser Thr Thr Leu Gly Pro He 

170 175 180 185 

ttc tgg ctg ctg gtc aag age ccc gag ctg gee gee cag ccc age aca 867 

Phe Trp Leu Leu Val Lys Ser Pro Glu Leu Ala Ala Gin Pro Ser Thr 

190 195 200 

tac ctg gee gtg gcg gag gaa ctg gcg gat gtt tec gga aag tac ttc 915 

Tyr Leu Ala Val Ala Glu Glu Leu Ala Asp Val Ser Gly Lys Tyr Phe 

205 210 215 

gat gga etc aaa cag aag gee ccg gee ccc gag get gag gat gag gag 963 

Asp Gly Leu Lys Gin Lys Ala Pro Ala Pro Glu Ala Glu Asp Glu Glu 

220 225 230 



=. _3 



loS 




gtg gcc egg agg ctt tgg get gaa agt gee cgc ctg gtg ggc tta gag 1011 
Val Ala Arg Arg Leu Trp Ala Glu Ser Ala Arg Leu Val Gly Leu Glu 
235 240 245 

get ccc tct gtg agg gag cag ccc etc ccc aga taa cctctggagc 1057 
Ala Pro Ser Val Arg Glu Gin Pro Leu Pro Arg * 
250 255 260 

agatttgaaa gecaggatgg cgcctccaga ccgaggacag ctgtccgcca tgcccgcagc 1117 
ttcctggcac tacctgagcc gggagaccca ggactg 1153 

<210> 5 

<211> 331 

<212> PRT 

<213> Homo sapiens 



<400> 5 





Met 


Ser 


Arg 


Tyr 


Leu 


Leu 


Pro 


Leu 


Ser 


Ala 


Leu 


Gly 


Thr 


Val 


Ala 


Gly 




1 








5 










10 










15 






Ala 


Ala 


Val 


Leu 


Leu 


Lys 


Asp 


Tyr 


Val 


Thr 


Gly 


Gly 


Ala 


Cys 


Pro 


Ser 


_j 

. 








20 










25 










30 








Lys 


Ala 


Thr 


lie 


Pro 


Gly 


Lys 


Thr 


Val 


He 


Val 


Thr 


Gly 


Ala 


Asn 


Thr 








35 










40 










45 








i' n 


Gly 


lie 


Gly 


Lys 


Gin 


Thr 


Ala 


Leu 


Glu 


Leu 


Ala 


Arg 


Arg 


Gly 


Gly 


Asn 


=: 




50 










55 










60 










?:s» 


lie 


lie 


Leu 


Ala 


Cys 


Arg 


Asp 


Met 


Glu 


Lys 


Cys 


Glu 


Ala 


Ala 


Ala 


Lys 


1 : ] 


65 










70 










75 










80 




Asp 


lie 


Arg 


Gly 


Glu 


Thr 


Leu 


Asn 


His 


His 


Val 


Asn 


Ala 


Arg 


His 


Leu 












85 










90 










95 






Asp 


Leu 


Ala 


Ser 


Leu 


Lys 


Ser 


He 


Arg 


Glu 


Phe 


Ala 


Ala 


Lys 


He 


He 










100 










105 










110 






s! 1 

\ y 


Glu 


Glu 


Glu 


Glu 


Arg 


Val 


Asp 


He 


Leu 


He 


Asn 


Asn 


Ala 


Gly 


Val 


Met 








115 










120 










125 










Arg 


Cys 


Pro 


His 


Trp 


Thr 


Thr 


Glu 


Asp 


Gly 


Phe 


Glu 


Met 


Gin 


Phe 


Gly 


; ~3 




130 










135 










140 












Val 


Asn 


His 


Leu 


Gly 


His 


Phe 


Leu 


Leu 


Thr 


Asn 


Leu 


Leu 


Leu 


Asp 


Lys 




145 










150 










155 










160 




Leu 


Lys 


Ala 


Ser 


Ala 


Pro 


Ser 


Arg 


He 


He 


Asn 


Leu 


Ser 


Ser 


Leu 


Ala 












165 










170 










175 






His 


Val 


Ala 


Gly 


His 


He 


Asp 


Phe 


Asp 


Asp 


Leu 


Asn 


Trp 


Gin 


Thr 


Arg 










180 










185 










190 








Lys 


Tyr 


Asn 


Thr 


Lys 


Ala 


Ala 


Tyr 


Cys 


Gin 


Ser 


Lys 


Leu 


Ala 


He 


Val 








195 










200 










205 










Leu 


Phe 


Thr 


Lys 


Glu 


Leu 


Ser 


Arg 


Arg 


Leu 


Gin 


Gly 


Ser 


Gly 


Val 


Thr 






210 










215 










220 












Val 


Asn 


Ala 


Leu 


His 


Pro 


Gly 


Val 


Ala 


Arg 


Thr 


Glu 


Leu 


Gly 


Arg 


His 




225 










230 










235 










240 




Thr 


Gly 


lie 


His 


Gly 


Ser 


Thr 


Phe 


Ser 


Ser 


Thr 


Thr 


Leu 


Gly 


Pro 


He 












245 










250 










255 






Phe 


Trp 


Leu 


Leu 


Val 


Lys 


Ser 


Pro 


Glu 


Leu 


Val 


Ala 


Gin 


Pro 


Ser 


Thr 










260 










265 










270 








Tyr 


Leu 


Ala 


Val 


Ala 


Glu 


Glu 


Leu 


Ala 


Asp 


Val 


Ser 


Gly 


Lys 


Tyr 


Phe 








275 










280 










285 










Asp 


Gly 


Leu 


Lys 


Gin 


Lys 


Ala 


Pro 


Ala 


Pro 


Glu 


Ala 


Glu 


Asp 


Glu 


Glu 






290 










295 










300 












Val 


Ala 


Arg 


Arg 


Leu 


Trp 


Ala 


Glu 


Ser 


Ala 


Arg 


Leu 


Val 


Gly 


Leu 


Glu 




305 










310 










315 










320 



6 



Ala Pro Ser Val Arg Glu Gin Pro Leu Pro Arg 
325 330 

<210> 6 

<211> 1699 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (0) ... (0) 

<223> 21676 ADH 



<221> CDS 
<222> (538) 



(1533) 



o 

*,3 



ru 



<221> mis c_f eature 
<222> (1) . . . (1699) 
<223> n = A,T,C or G 



<400 
gcntgtgggt 
gttcaaagac 
gctttttttt 
aaggtctttt 
gaaagttaac 
ggtgcaaatc 
gtgttacttc 
cacgcgtccg 
agcaagctcc 



> 6 
cccttcttna 
nggncctttt 
ttgggggncc 
gtttcgtttt 
tggtaagttt 
aaagaactgc 
tgctctaaaa 
cggacgcgtg 
gcgccgactc 



aattgggtcc 
gtcgggggct 
cccccctttg 
ctgttcctgc 
agtctttttg 
tcctcagtgg 
gctgcggaat 
ggcggacgcg 
cggacgcctg 



ccccgtttta 
ccttgaagcc 
ggaacccccn 
gccgttacag 
tcttttattt 
atgttgcctt 
tctaatacga 
tgggcggagc 
acgcctgacg 



ggtaagttta 
tactagatca 
tggctttgct 
atccaagytc 
caggtcccgg 
tacttctagg 
ctcactatag 
tacccaggcg 
cctgtccccg 



aaagctcaag 
ncggctctca 
tcaaacttct 
tgaaaaacca 
atccggtggt 
cctgtacgaa 
ggagtcgacc 
gctggtgtgc 
gcccggc atg 
Met 
1 



age cgc tac ctg ctg ccg ctg teg gcg ctg ggc acg gta gca ggc gec 
Ser Arg Tyr Leu Leu Pro Leu Ser Ala Leu Gly Thr Val Ala Gly Ala 
5 10 15 



60 
120 
180 
240 
300 
360 
420 
480 

540 



588 



gec gtg ctg etc aag gac tat gtc ace ggt ggg get tgc ccc age aag 
Ala Val Leu Leu Lys Asp Tyr Val Thr Gly Gly Ala Cys Pro Ser Lys 
20 25 30 



636 



gee ace ate cct ggg aag acg gtc ate gtg acg ggc gee aac aca ggc 
Ala Thr lie Pro Gly Lys Thr Val lie Val Thr Gly Ala Asn Thr Gly 
35 40 45 



684 



ate ggg aag cag ace gee ttg gaa ctg gec agg aga gga ggc aac ate 
lie Gly Lys Gin Thr Ala Leu Glu Leu Ala Arg Arg Gly Gly Asn lie 
50 55 60 65 



732 



ate ctg gee tgc cga gac atg gag aag tgt gag gcg gca gca aag gac 
lie Leu Ala Cys Arg Asp Met Glu Lys Cys Glu Ala Ala Ala Lys Asp 
70 75 80 



780 



ate cgc ggg gag acc etc aat cac cat gtc aac gee egg cac ctg gac 
lie Arg Gly Glu Thr Leu Asn His His Val Asn Ala Arg His Leu Asp 
85 90 95 



828 



7 

PI 



ttg get tec etc aag tct ate cga gag ttt gca gca aag ate att gaa 

Leu Ala Ser Leu Lys Ser lie Arg Glu Phe Ala Ala Lys lie lie Glu 
100 105 110 

gag gag gag cga gtg gac att eta ate aac aac gcg ggt gtg atg egg 

Glu Glu Glu Arg Val Asp lie Leu lie Asn Asn Ala Gly Val Met Arg 
115 120 125 

tgc ccc cac tgg ace acc gag gac ggc ttc gag atg cag ttt ggc gtt 

Cys Pro His Trp Thr Thr Glu Asp Gly Phe Glu Met Gin Phe Gly Val 

130 135 140 145 

aac cac ctg ggt cac ttt etc ttg aca aac ttg ctg ctg gac aag ctg 

Asn His Leu Gly His Phe Leu Leu Thr Asn Leu Leu Leu Asp Lys Leu 
150 155 160 

aaa gec tea gee cct teg egg ate ate aac etc teg tec ctg gee cat 

Lys Ala Ser Ala Pro Ser Arg lie lie Asn Leu Ser Ser Leu Ala His 
165 170 175 

gtt get ggg cac ata gac ttt gac gac ttg aac tgg cag acg agg aag 

Val Ala Gly His lie Asp Phe Asp Asp Leu Asn Trp Gin Thr Arg Lys 
180 185 190 

tat aac acc aaa gee gee tac tgc cag age aag etc gee ate gtc etc 

Tyr Asn Thr Lys Ala Ala Tyr Cys Gin Ser Lys Leu Ala lie Val Leu 
195 200 205 

ttc acc aag gag ctg age egg egg ctg caa ggc tct ggt gtg act gtc 

Phe Thr Lys Glu Leu Ser Arg Arg Leu Gin Gly Ser Gly Val Thr Val 

210 215 220 225 

aac gee ctg cac ccc ggc gtg gee agg aca gag ctg ggc aga cac acg 

Asn Ala Leu His Pro Gly Val Ala Arg Thr Glu Leu Gly Arg His Thr 
230 235 240 

ggc ate cat ggc tec acc ttc tec age acc aca etc ggg ccc ate ttc 

Gly lie His Gly Ser Thr Phe Ser Ser Thr Thr Leu Gly Pro lie Phe 
245 250 255 

tgg ctg ctg gtc aag age ccc gag ctg gtc gee cag ccc age aca tac 

Trp Leu Leu Val Lys Ser Pro Glu Leu Val Ala Gin Pro Ser Thr Tyr 
260 265 270 

ctg gee gtg gcg gag gaa ctg gcg gat gtt tec gga aag tac ttc gat 

Leu Ala Val Ala Glu Glu Leu Ala Asp Val Ser Gly Lys Tyr Phe Asp 
275 280 285 

gga etc aaa cag aag gee ccg gec ccc gag get gag gat gag gag gtg 

Gly Leu Lys Gin Lys Ala Pro Ala Pro Glu Ala Glu Asp Glu Glu Val 

290 295 300 305 

gee egg agg ctt tgg get gaa agt gee cgc ctg gtg ggc tta gag get 

Ala Arg Arg Leu Trp Ala Glu Ser Ala Arg Leu Val Gly Leu Glu Ala 
310 315 320 

ccc tct gtg agg gag cag ccc etc ccc aga taa cctctggagc agatttgaa 



8 

be 



Pro Ser Val Arg Glu Gin Pro Leu Pro Arg * 
325 330 



gccaggatgg cgcctccaga ccgaggacag ctgtccgcca tgcccgcagc ttcctggcac 
tacctgagcc gggagaccca ggactggcgg ccgctagact agtctagaga aaaaacctcc 
cacacctccc cctgaacctg aaacat 

<210> 7 
<211> 418 
<212> PRT 

<213> Homo sapiens 



<400> 7 



Met 


Leu 


Pro 


Asn 


Thr 


Gly 


Arg 


Leu 


Ala 


Gly 


Cys 


Thr 


Val 


Phe 


He 


Thr 


1 








5 










10 










15 




Gly 


Ala 


Ser 


Arg 


Gly 


He 


Gly 


Lys 


Ala 


He 


Ala 


Leu 


Lys 


Ala 


Ala 


Lys 








20 










25 










30 






Asp 


Gly 


Ala 


Asn 


lie 


Val 


He 


Ala 


Ala 


Lys 


Thr 


Ala 


Gin 


Pro 


His 


Pro 






35 










40 










45 








Lys 


Leu 


Leu 


Gly 


Thr 


He 


Tyr 


Thr 


Ala 


Ala 


Glu 


Glu 


He 


Glu 


Ala 


Val 




50 










55 










60 










Gly 


Gly 


Lys 


Ala 


Leu 


Pro 


Cys 


He 


Val 


Asp 


Val 


Arg 


Asp 


Glu 


Gin 


Gin 


65 










70 










75 










80 


He 


Ser 


Ala 


Ala 


Val 


Glu 


Lys 


Ala 


He 


Lys 


Lys 


Phe 


Gly 


Gly 


He 


Asp 










85 










90 










95 




He 


Leu 


Val 


Asn 


Asn 


Ala 


Ser 


Ala 


He 


Ser 


Leu 


Thr 


Asn 


Thr 


Leu 


Asp 








100 










105 










110 






Thr 


Pro 


Thr 


Lys 


Arg 


Leu 


Asp 


Leu 


Met 


Met 


Asn 


Val 


Asn 


Thr 


Arg 


Gly 






115 










120 










125 








Thr 


Tyr 


Leu 


Ala 


Ser 


Lys 


Ala 


Cys 


He 


Pro 


Tyr 


Leu 


Lys 


Lys 


Ser 


Lys 




130 










135 










140 










Val 


Ala 


His 


lie 


Leu 


Asn 


He 


Ser 


Pro 


Pro 


Leu 


Asn 


Leu 


Asn 


Pro 


Val 


145 










150 










155 










160 


Trp 


Phe 


Lys 


Gin 


His 


Cys 


Ala 


Tyr 


Thr 


He 


Ala 


Lys 


Tyr 


Gly 


Met 


Ser 










165 










170 










175 




Met 


Tyr 


Val 


Leu 


Gly 


Met 


Ala 


Glu 


Glu 


Phe 


Lys 


Gly 


Glu 


He 


Ala 


Val 








180 










185 










190 






Asn 


Ala 


Leu 


Trp 


Pro 


Lys 


Thr 


Ala 


He 


His 


Thr 


Ala 


Ala 


Met 


Asp 


Met 






195 










200 










205 








Leu 


Gly 


Gly 


Pro 


Gly 


He 


Glu 


Ser 


Gin 


Cys 


Arg 


Lys 


Val 


Asp 


He 


He 




210 










215 










220 










Ala 


Asp 


Ala 


Ala 


Tyr 


Ser 


He 


Phe 


Gin 


Lys 


Pro 


Lys 


Ser 


Phe 


Thr 


Gly 


225 










230 










235 










240 


Asn 


Phe 


Val 


He 


Asp 


Glu 


Asn 


He 


Leu 


Lys 


Glu 


Glu 


Gly 


He 


Glu 


Asn 










245 










250 










255 




Phe 


Asp 


Val 


Tyr 


Ala 


He 


Lys 


Pro 


Gly 


His 


Pro 


Leu 


Gin 


Pro 


Asp 


Phe 








260 










265 










270 






Phe 


Leu 


Asp 


Glu 


Tyr 


Pro 


Glu 


Ala 


Val 


Ser 


Lys 


Lys 


Val 


Glu 


Ser 


Thr 






275 










280 










285 








Gly 


Ala 


Val 


Pro 


Glu 


Phe 


Lys 


Glu 


Glu 


Lys 


Leu 


Gin 


Leu 


Gin 


Pro 


Lys 




290 










295 










300 










Pro 


Arg 


Ser 


Gly 


Ala 


Val 


Glu 


Glu 


Thr 


Phe 


Arg 


He 


Val 


Lys 


Asp 


Ser 


305 










310 










315 










320 


Leu 


Ser 


Asp 


Asp 


Val 


Val 


Lys 


Ala 


Thr 


Gin 


Ala 


He 


Tyr 


Leu 


Phe 


Glu 










325 










330 










335 




Leu 


Ser 


Gly 


Glu 


Asp 


Gly 


Gly 


Thr 


Trp 


Phe 


Leu 


Asp 


Leu 


Lys 


Ser 


Lys 








340 










345 










350 
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ate tat act get get gaa gaa att gaa gca gtt gga gga aag gec ttg 968 

lie Tyr Thr Ala Ala Glu Glu lie Glu Ala Val Gly Gly Lys Ala Leu 

55 60 65 

cca tgt att gtt gat gtg aga gat gaa cag cag ate agt get gca gtg 1016 

Pro Cys lie Val Asp Val Arg Asp Glu Gin Gin lie Ser Ala Ala Val 

70 75 80 85 

gag aaa gee ate aag aaa ttt gga gga att gat att ctg gta aat aat 1064 

Glu Lys Ala lie Lys Lys Phe Gly Gly lie Asp lie Leu Val Asn Asn 

90 95 100 

gee agt gec att agt ttg ace aat aca ttg gac aca cct acc aag aga 1112 

Ala Ser Ala lie Ser Leu Thr Asn Thr Leu Asp Thr Pro Thr Lys Arg 

105 110 115 

ttg gat ctg atg atg aac gtg aac acc aga ggc acc tac ctt gca tct 1160 

Leu Asp Leu Met Met Asn Val Asn Thr Arg Gly Thr Tyr Leu Ala Ser 

120 125 130 

l: f aaa gca tgt att cct tat ttg aaa aag age aaa gtt get cat ate etc 1208 

k -J Lys Ala Cys lie Pro Tyr Leu Lys Lys Ser Lys Val Ala His lie Leu 

« 135 140 145 

; : ?i 
: .; ■ 1 

~2 aat ate agt cca cca ctg aac eta aat cca gtt tgg ttc aaa cag cac 1256 

fg Asn lie Ser Pro Pro Leu Asn Leu Asn Pro Val Trp Phe Lys Gin His 

150 155 160 165 

tgt get tat acc att get aag tat ggt atg tct atg tat gtg ctt gga 1304 

; Cys Ala Tyr Thr lie Ala Lys Tyr Gly Met Ser Met Tyr Val Leu Gly 

s !± 170 175 180 

ru 

atg gca gaa gaa ttt aaa ggt gaa att gca gtc aat gca tta tgg cct 1352 

| t il Met Ala Glu Glu Phe Lys Gly Glu lie Ala Val Asn Ala Leu Trp Pro 

185 190 195 

aaa aca gee ata cac act get get atg gat atg ctg gga gga cct ggt 1400 

Lys Thr Ala lie His Thr Ala Ala Met Asp Met Leu Gly Gly Pro Gly 

200 205 210 

ate gaa age cag tgt aga aaa gtt gat ate att gca gat gca gca tat 1448 

lie Glu Ser Gin Cys Arg Lys Val Asp lie lie Ala Asp Ala Ala Tyr 

215 220 225 

tec att ttc caa aag cca aaa agt ttt act ggc aac ttt gtc att gat 1496 

Ser lie Phe Gin Lys Pro Lys Ser Phe Thr Gly Asn Phe Val lie Asp 

230 235 240 245 

gaa aat ate tta aaa gaa gaa gga ata gaa aat ttt gac gtt tat gca 1544 

Glu Asn lie Leu Lys Glu Glu Gly lie Glu Asn Phe Asp Val Tyr Ala 

250 255 260 

att aaa cca ggt cat cct ttg caa cca gat ttc ttc tta gat gaa tac 1592 

lie Lys Pro Gly His Pro Leu Gin Pro Asp Phe Phe Leu Asp Glu Tyr 

265 270 275 

cca gaa gca gtt age aag aaa gtg gaa tea act ggt get gtt cca gaa 164 0 
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* 



Tyr 


Pro 


Gly 


He 


Gin 


Thr 


Arg 


Val 


Leu 


Asp 


Val 


Thr 


Lys 


Lys 


Lys 


Gin 




50 










55 










60 








lie 


Asp 


Gin 


Phe 


Ala 


Asn 


Glu 


Val 


Glu 


Arg 


Leu 


Asp 


Val 


Leu 


Phe 


Asn 


65 










70 










75 










80 


Val 


Ala 


Gly 


Phe 


Val 


His 


His 


Gly 


Thr 


Val 


Leu 


Asp 


Cys 


Glu 


Glu 


Lys 










85 










90 










95 




Asp 


Trp 


Asp 


Phe 


Ser 


Met 


Asn 


Leu 


Asn 


Val 


Arg 


Ser 


Met 


Tyr 


Leu 


Met 








100 










105 










110 






lie 


Lys 


Ala 


Phe 


Leu 


Pro 


Lys 


Met 


Leu 


Ala 


Gin 


Lys 


Ser 


Gly 


Asn 


He 






115 










120 










125 








He 


Asn 


Met 


Ser 


Ser 


Val 


Ala 


Ser 


Ser 


Val 


Lys 


Gly 


Val 


Val 


Asn 


Arg 




130 










135 










140 








Cys 


Val 


Tyr 


Ser 


Thr 


Thr 


Lys 


Ala 


Ala 


Val 


He 


Gly 


Leu 


Thr 


Lys 


Ser 


145 










150 










155 










160 


Val 


Ala 


Ala 


Asp 


Phe 


He 


Gin 


Gin 


Gly 


He 


Arg 


Cys 


Asn 


Cys 


Val 


Cys 










165 










170 










175 




Pro 


Gly 


Thr 


Val 


Asp 


Thr 


Pro 


Ser 


Leu 


Gin 


Glu 


Arg 


He 


Gin 


Ala 


Arg 








180 










185 










190 






Gly Asn 


Pro 


Glu 


Glu 


Ala 


Arg 


Asn 


Asp 


Phe 


Leu 


Lys 


Arg 


Gin 


Lys 


Thr 






195 










200 










205 








Gly 


Arg 


Phe 


Ala 


Thr 


Ala 


Glu 


Glu 


He 


Ala 


Met 


Leu 


Cys 


Val 


Tyr 


Leu 




210 










215 










220 










Ala 


Ser 


Asp 


Glu 


Ser 


Ala 


Tyr 


Val 


Thr 


Gly 


Asn 


Pro 


Val 


He 


He 


Asp 


225 










230 










235 










240 


Gly 


Gly 


Trp 


Ser 


Leu 

























<210> 10 

<211> 1716 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (0) ... (0) 
<223> 21615 ADH 



<221> CDS 

<222> (637) . . . (1374) 

<221> misc_feature 
<222> (1) . . . (1716) 
<223> n = A,T,C or G 



<400> 
atgcaaaagc 
ttgaaggcct 
ggggccgccg 
ccgcctgtgg 
gaccgggcct 
tttgcctgac 
acagatccaa 
atttcaggtc 
cctttacttc 
tacgactcac 
cagctcgctg 
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cgagnccgcc 
aggcttttgc 
ccctacctga 
tgcctcctga 
ttgtccggcg 
cctgcttgct 
gctctgaaaa 
ccggatccgg 
taggcctgta 
tatagggagt 
cttaaaatta 



tcggcctcta 
aaaaagctcc 
ggccgccatc 
actgcgtccg 
ctcccttgga 
caactctacg 
accagaaagt 
tggtggtgca 
cggaagtgtt 
cgacccacgc 
aaccacaggt 



agctattcca 
tcgatcgagg 
cacgccggtt 
ccgtytaggt 
gcctacctag 
tctttgtttc 
taactggtaa 
aatcaaagaa 
acttctgctc 
gtccgcaaac 
tccatt atg 
Met 



gaagtagtaa 

ggctcgcatc 

gagtcgcgtt 

aagtttaaag 

actcagccgg 

gttttctgtt 

gtttagtctt 

ctgctcctca 

taaaagctgc 

cgagttctgg 

ggt cga ctt 

Gly Arg Leu 



gaaggctttt 
tctccttcac 
ctgccgcctc 
ctcaggtcga 
ctctccacgc 
ctgcgccgtt 
tttgtctttt 
gtggatgttg 
ggaattctaa 
agaacgccat 
gat ggg 
Asp Gly 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
654 
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+ 




o 



aaa gtc ate ate ctg acg gee get get cag ggg att ggc caa gca get 702 

Lys Val lie lie Leu Thr Ala Ala Ala Gin Gly lie Gly Gin Ala Ala 
10 15 20 

gee tta get ttt gca aga gaa ggt gec aaa gtc ata gec aca gac att 750 

Ala Leu Ala Phe Ala Arg Glu Gly Ala Lys Val lie Ala Thr Asp lie 
25 30 35 

aat gag tec aaa ctt cag gaa ctg gaa aag tac ccg ggt att caa act 798 

Asn Glu Ser Lys Leu Gin Glu Leu Glu Lys Tyr Pro Gly lie Gin Thr 
40 45 50 

cgt gtc ctt gat gtc aca aag aag aaa caa att gat cag ttt gec aat 846 

Arg Val Leu Asp Val Thr Lys Lys Lys Gin lie Asp Gin Phe Ala Asn 
55 60 65 70 

gaa gtt gag aga ctt gat gtt etc ttt aat gtt get ggt ttt gtc cat 894 

Glu Val Glu Arg Leu Asp Val Leu Phe Asn Val Ala Gly Phe Val His 
75 80 85 

cat gga act gtc ctg gat tgt gag gag aaa gac tgg gac ttc teg atg 942 

His Gly Thr Val Leu Asp Cys Glu Glu Lys Asp Trp Asp Phe Ser Met 
90 95 100 

aat etc aat gtg cgc age atg tac ctg atg ate aag gca ttc ctt cct 990 

Asn Leu Asn Val Arg Ser Met Tyr Leu Met lie Lys Ala Phe Leu Pro 
105 110 115 



aaa atg ctt get cag aaa tct ggc aat att ate aac atg tct tct gtg 1038 

^ Lys Met Leu Ala Gin Lys Ser Gly Asn lie lie Asn Met Ser Ser Val 

M 120 125 130 

t S3 

hi \ 

i ; j get tec age gtc aaa gga gtt gtg aac aga tgt gtg tac age aca ace 1086 

^3 Ala Ser Ser Val Lys Gly Val Val Asn Arg Cys Val Tyr Ser Thr Thr 

135 140 145 150 

aag gca gec gtg att ggc etc aca aaa tct gtg get gca gat ttc ate 1134 

Lys Ala Ala Val lie Gly Leu Thr Lys Ser Val Ala Ala Asp Phe lie 
155 160 165 

cag cag ggc ate agg tgc aac tgt gtg tgc cca gga aca gtt gat acg 1182 

Gin Gin Gly lie Arg Cys Asn Cys Val Cys Pro Gly Thr Val Asp Thr 
170 175 180 

cca tct eta caa gaa aga ata caa gee aga gga aat cct gaa gag gca 1230 

Pro Ser Leu Gin Glu Arg lie Gin Ala Arg Gly Asn Pro Glu Glu Ala 
185 190 195 

egg aat gat ttc ctg aag aga caa aag acg gga aga ttc gca act gca 1278 

Arg Asn Asp Phe Leu Lys Arg Gin Lys Thr Gly Arg Phe Ala Thr Ala 
200 205 210 

gaa gaa ata gee atg etc tgc gtg tat ttg get tct gat gaa tct get 1326 

Glu Glu lie Ala Met Leu Cys Val Tyr Leu Ala Ser Asp Glu Ser Ala 
215 220 225 230 



14 




tat gta act ggt aac cct gtc ate att gat gga ggc tgg age ttg tga 1374 
Tyr Val Thr Gly Asn Pro Val lie lie Asp Gly Gly Trp Ser Leu * 
235 240 245 

ttttaggatc tccatggtgg gaaggaaggc aggcccttcc tatccacagt gaacctggtt 1434 

acgaagaaaa ctcaccaatc atctccttcc tgttaatcac atgttaatga aaataagctc 1494 

tttttaatga tgtcactgtt tgcaagagtc tgattcttta agtatattaa tctctttgta 1554 

atctcttctg aaatcattgt aaagaaataa aaatattgaa ctcaaaaaaa aaaaaaaaaa 1614 

aagggeggee gctagactag tctagagaaa aaacctccca cacctccccc tgaacctgaa 1674 

acataaaatg aatgcmattg ttgktggtaa cttgttattg ca 1716 
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